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Multiple-Locus Variable-number tandem repeat Analysis
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Replication realignment leading to:

A. Deletion of tandem repeats B. Expansion of tandem repeats
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FiGc. 1. The replication slippage model showing misalignments that lead to deletion (4) or expansion (B) of tandem repeats. (4) Slipped
alignment of the nascent strand with its template, producing a loop between the repeats on the template, will result in a deletion after completion
of replication. (B) Slipped alignment of the nascent strand with its template, producing a loop between repeats on the nascent strand, will result
in an expansion product after completion of replication.

PNAS 1996, 93: 7120-7124. Lovett and Feschenko
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