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1. Meric-Bernstam F, et al. Lancet Oncol 2019.
2. Sartore-Bianchi A, et al. Lancet Oncol 2016



HER2ERTEXRIED ADIEE

0 HER2IRE ek HER2& M5 (%)
TCGA? SNP7L A 257 (Stage I-1V) 7 (2.7%)
Heppner BI, et al. 2 IHC, CISH 1645 (Stage I-1V) 26 (1.6%)
Valtorta E, et al. 3 IHC, FISH 1086 (Metastatic) 56 (5.2%)*
*KRASIVYV 2EHERIZRS
Richman SD, et al. 4 IHC, FISH 1914 (Stage I, 1lI) 25 (1.3%)
1342 (Metastatic) 29 (2.2%)
SCRUM-Japan NGS 724 (Metastatic) Copy number 27: 21 (2.9%)
GI-SCREEN

SAEMES (H2I35953>) EEBEkbRh EE

1. Cancer Genome Atlas Network. Nature 2012.
2. Heppner Bl, et al. Br J Cancer 2014.

3. Valtorta E, et al. Mod Pathol 2015.

4. Richman SD, et al. J Pathol 2016.
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Comprehensive NGS (Next Generation Sequencing) test by central vendor
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Patients with HER?2 positive mCRC
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TRIUMPHERD P fEEh S &R

ORR N (% [95% CI]) DCR N (% [95% ClI])

Tissue positive group (N =17

All 6 (35.3 [14.2-61.7]) 11 (64.7 [38.3-85.8])
Tumor site
Right-sided (N =1) 1 (100.0 [2.5-100.0)) 1 (100.0 [2.5-100))
Left-sided (N = 16) 5(31.3 [11.0-58.7]) 10 (62.5 [35.4-84.8])
ctDNA RAS/BRAF/PIK3CA/ERBB2*
WT (N =11) 6 (54.5 [23.4-83.3]) 10 (90.9 [58.7-99.8])
MT (N =5) 0 (0.0 [0.0-52.2)]) 0 (0.0 [0-52.2])

ctDNA positive group, N = 15

5(33.3[11.8-61.6 9 (60.0 [32.3-83.7
Tumor site
Right-sided (N = 2) 1 (50.0 [13.0-98.7]) 1 (50.0 [1.3-98.7])
Left-sided (N = 13) 4 (30.8 [9.1-68.4]) 8 (61.5 [31.6-86.1])
ctDNA RAS/BRAF/PIK3CA/ERBB2
WT (N =11) 5(45.5 [16.7-76.6]) 9(81.8 [48.2-97.7])
MT (N = 4) 0 (0.0 [0.0-60.2]) 0 (0.0 [0.0-60.2])

*CtDNA result not available for one patient.

Primary endpointldmet (5 _EDZE%h)

Nakamura, Yoshino T, et al. ESM0O2019.
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